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Schematic Structure of Nephron
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Preparation of 2-DE Samples

Kidney cortex with normal appearance from patients under 
nephrectomy due to renal tumor

A standard sieving method

Partially purified glomeruli 

Highly purified glomeruli 

Picking-up under a phase-contrast 
microscopy

Solubilized with lysis solution
Lysis solution: 9.8 M urea, 2 % NP-40, 2 % Pharmalyte, pH 3-10, 100 
mM DTT, 0.5 µg/ml E-64, 0.5 mM PMSF, 40 µg/ml TLCK, 1 µg/ml 
aprotinin, 10 µg/ml cymostatin, 0.5 mM EDTA

2-DE sample



Protein identification

Silver stain without glutaraldehyde

Pick out spots

In gel digestion (Trypsin)
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Subject

Normal (no apparent 
abnormal lesions)38maleVpxZu2064

No glomerular lesions 
except for slight age-
related changes*

50maleNMXFp7683

No glomerular lesions 
except for slight age-
related changes*

68maleapXME3672

No glomerular lesions 
except for slight age-
related changes*

50maleOQBfN7791

Pathologic diagnosisAgeSex
Subject
anonymous 
code

Serial no.

*Slight age-related changes: a slight widening of mesangium; a small number of 
collapsed glomeruli; focal interstitial infiltration of lymphocytes; tubular atrophy ; 
hyaline degeneration



2-DE gel images of highly purified glomeluli from 4 subjects
21

Valid spot count:984Valid spot count:10153 4

Valid spot count:834Valid spot count:944



Silver-stained 2-DE Pattern of Human 
Glomerular Proteins (Subject 1, 50-years-old)
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Human Glomerulus Proteome Database
Example 1

NM_003831

BC004223

NM_002305

NM_002305

NM_00260

DNA
Reference
Access No

SUDO

LGALS1

LGALS1

MYO7A

Gene
name

ref: NP_0038221359.65.517.55.03sudD homologQHKG1177

gb: AAH042232041.55.718.44.93Unknown protein*QHKG1174

ref: NP_0022964914.95.314.64.86Beta galactosidase 
soluble lectin

QHKG1170

ref: NP_0022965214.95.314.94.84Beta galactosidase 
soluble lectin

QHKG1169

ref: NP_00025113256.69.119.34.82Myosin VIIAQHKG1168

gb: AAH128541441.95.317.54.82Unknown protein*QHKG1167

pir: JC58182541.95.318.24.82Gamma actinQHKG1166

pir: S431992726.88.816.44,81Cell division control 
protein CDC46

QHKG1165

Mw
(kDa)pI

Mw
(kDa)pI

Access
number

Sequence
coverage

TheoreticalObserved

ProteinNumber



Human Glomerulus Proteome Database
Example 2

AJ400879

XM_012952

AF380833

D83485

BC009544

XM_050147

J00221

DNA
Reference
Access No

ST5

LOC57761

KIAA0472

IgH

Gene
name

ref: XP_0154852042.85.928.64.82Hypothetical protein 
FLJ22313

QHKG1253

emb: CAC3538716127.79.725.04.79Suppression of 
tumorigenecity 
protein

QHKG1251

ref: XP_0129522639.68.622.74.78Hypothetical protein 
XP_012952

QHKG1250

gb: AAK7636214100.66.713.26.36Endocytosis protein 
HSTNB*

QHKG111d

pir: JC57043857.26.015.35.73Protein disulfide-
isomerase

QHKG110e

gb: AAH095443818.05.219.55.14Unknown proteinQHKG1182

ref: XP_0501472426.27.119.25.14KIAA0472 proteinQHKG1181

gb: AAB593951447.79.113.85.08Immunoglobulin 
epsilon chain

QHKG1179

Mw
(kDa)

pI
Mw

(kDa)
pI

Access
number

Sequence
coverage

TheoreticalObserved
ProteinNumber



Human Glomerulus Proteome Database
Example 3

Y18264

Z81330

XM_030392

XM_030811

NM_003380

X82321

XM_049902

DNA
Reference
Access No

SALL1

RNAH

VIM

TSA

LOC144511

Gene
name

emb: CAB4139912141.96.631.74.73Zinc finger protein 
SALL1

QHKG1348

emb: CAB036303440.29.325.76.59orfx*QHKG121h

ref: XP_03039211214.47.229.56.40Hypothetical 
protein 
XP_030392*

QHKG120w

ref: XP_0308113026.57.929.16.31Hypothetical 
protein 
XP_030811*

QHKG120r

ref: NP_0033712853.75.129.75.80VimentinQHKG1291

emb: CAA577642418.55.225.45.44Thiol specific 
antioxidant

QHKG1282

gb: AAA515802326.25.629.85.34Gamma actin 
(frangment)

QHKG1278

ref: XP_0499043266.28.323.55.30Keratin 1QHKG1275

Mw
(kDa)

pI
Mw

(kDa)
pI

Access
number

Sequence
coverage

TheoreticalObserved
ProteinNumber



Human Glomerulus Proteome Database
Example 4

NM_001604

NM_003380

NM_001945

NM_001686

XM_017779

U44388

BC015620

DNA
Reference
Access No

ACYG1

DDR1

ATP5B

KIAA0336

Gene
name

ref: NP_0016142742.15.347.05.16Gamma ActinQHKG1423

ref: NP_0033803453.75.146.44.99VimentinQHKG1429

ref: NP_0019451298.06.046.24.91Discoidin receptor 
tyrosine kinase 
isoform b

QHKG1427

sp: P065763456.55.349.34.84ATP synthase beta 
chain

QHKG1426

ref: XP_01777918185.65.146.24.79KIAA0336 gene 
product

QHKG1425

gb: AAB815523923.69.630.45.15Ro alternative 
protein 60e2*

QHKG1361

gb: AAH156202474.25.237.55.10Unknown protein*QHKG1360

pir: JC58184541.95.330.45.07Gamma actinQHKG1359

Mw
(kDa)

pI
Mw

(kDa)
pI

Access
number

Sequence
coverage

TheoreticalObserved
ProteinNumber
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